
INTRODUCTION 

R eview question / Objective As the 
incidence of mental illness continues to 
rise, society and individuals face a heavy 

burden. Due to the complexity of mental disorders, 
their specific mechanisms remain unclear. 
Therefore, it has become increasingly important to 
study these mechanisms, find effective therapeutic 
targets, and accurately diagnose patients. Studies 
have shown that the expression of long non-
coding RNAs is significantly altered in psychiatric 
disorders, which may increase the risk of 
psychiatric disorders. Furthermore, lncRNAs are 
expected to be important biomarkers in the 
diagnosis and treatment of psychiatric disorders, 
providing new insights for future clinical 
interventions. This article reviews the origin, 
biological functions, and mechanisms of action of 
lncRNAs and discusses their role in the 
pathogenesis of psychiatric disorders and their 
potential as biomarkers. 

Condition being studied Psychiatric disorders are 
globally prevalent and have a huge impact, leading 
to long-term disability and placing a huge financial 
and medical burden on families and society. In 
addition, people with psychiatric disorders are 
often comorbid with a range of illnesses. Currently, 
the mechanism of action of these diseases is not 
clear. 

METHODS 

Participant or population Patients with 
psychiatric disorders, Parkinson's disease, 
Alzheimer's disease and healthy controls. 

Intervention Medicines, such as risperidone and 
clozapine, are used for specific mental illnesses, 
Alzheimer's disease and Parkinson's disease. 

Comparator Studies that do not incorporate a 
comparison group or condition. 
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Study designs to be included Research includes 
reviews and experimental articles related to 
psychiatric disorders, Alzheimer's disease and 
Parkinson's with lncRNA. 

Eligibility criteria None. 

Information sources An electronic search was 
performed in the PubMed database.


Main outcome(s) This article summarizes 
abnormally expressed lncRNAs in patients with 
psychiatric disorders, Alzheimer's disease, and 
Parkinson's disease, and explores the potential of 
related lncRNAs as diagnostic markers. 

Quality assessment / Risk of bias analysis 
These articles include analyses of the correlation of 
psychiatric disorders, Alzheimer's disease, and 
Parkinson's with lncRNAs, but exclude articles that 
lack abstracts and are only marginally relevant to 
the main focus of the paper. 

Strategy of data synthesis These data were 
derived from reviewing and categorizing the results 
and conclusions in the literature.


Subgroup analysis None. 

Sensitivity analysis None. 

Country(ies) involved China. 
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